CPTC-HLA-E-1 (CAB080329)

Uniprot ID: P13747

Protein name: HLAE_HUMAN

Full name: HLA class | histocompatibility antigen, alpha chain E

Tissue specificity: Expressed in secretory endometrial cells during pregnancy (at protein level). The expression in nonlymphoid tissues is restricted to endothelial cells
from all types of vessels, including arteries, veins, capillaries, and lymphatics (at protein level). In lymphoid organs, it is mainly expressed in endothelial venules, B and T
cells, monocytes, macrophages, NK cells and megakaryocytes (at protein level).

Function: Non-classical major histocompatibility class Ib molecule involved in immune self-nonself discrimination. In complex with B2M/beta-2-microglobulin binds
nonamer self-peptides derived from the signal sequence of classical MHC class la molecules (VL9 peptides) (PubMed:9754572, PubMed:18083576, PubMed:18339401).
Peptide-bound HLA-E-B2M heterotrimeric complex primarily functions as a ligand for natural killer (NK) cell inhibitory receptor KLRD1-KLRC1, enabling NK cells to
monitor the expression of other MHC class | molecules in healthy cells and to tolerate self (PubMed:9754572, PubMed:9486650, PubMed: 17179229,
PubMed:18083576). Upon cellular stress, preferentially binds signal sequence-derived peptides from stress-induced chaperones and is no longer recognized by NK cell
inhibitory receptor KLRD1-KLRC1, resulting in impaired protection from NK cells (PubMed:12461076). Binds signal sequence-derived peptides from non-classical MHC
class Ib HLA-G molecules and acts as a ligand for NK cell activating receptor KLRD1-KLRC2, likely playing a role in the generation and effector functions of adaptive NK
cells and in maternal-fetal tolerance during pregnancy (PubMed:9754572, PubMed:30134159). Besides self-peptides, can also bind and present pathogen-derived
peptides conformationally similar to VL9 peptides to alpha-beta T cell receptor (TCR) on unconventional CD8+ cytotoxic T cells, ultimately triggering antimicrobial immune
response (PubMed:16474394, PubMed:30087334). (Microbial infection) Viruses like human cytomegalovirus have evolved an escape mechanism whereby virus-induced
down-regulation of host MHC class | molecules is coupled to the binding of viral peptides to HLA-E, restoring HLA-E expression and inducing HLA-E-dependent NK cell
immune tolerance to infected cells. (Microbial infection) May bind HIV-1 gag/Capsid protein p24-derived peptide (AISPRTLNA) on infected cells and may inhibit NK cell
cytotoxicity, a mechanism that allows HIV-1 to escape immune recognition. (Microbial infection) Upon SARS-CoV-2 infection, may contribute to functional exhaustion of
cytotoxic NK cells and CD8-positive T cells (PubMed:32859121). Binds SARS-CoV-2 S/Spike protein S1-derived peptide (LQPRTFLL) expressed on the surface of lung
epithelial cells, inducing NK cell exhaustion and dampening antiviral immune surveillance (PubMed:32859121).

Subcellular location:

Unnamed:

Cell membrane (experimental evidence) (Topo: Single-pass type | membrane protein)

Golgi apparatus membrane (experimental evidence)

Soluble HLA class | histocompatibility antigen, alpha chain E:

Secreted (experimental evidence)

Protein existence: Experimental evidence at protein level

Comment:

Immunohistochemistry

HIER pH®6, Dilution 1:750

Cytoplasmic positivity in fallopian tube, pancreas, testis and gastrointestinal tract.

Not consistent with gene/protein characterization data

Very low consistency between antibody staining and RNA expression data

Low tissue specificity

Detected in many

Other antibody shows dissimilar IHC staining pattern

Immunofluorescence

antibody (green), anti-tubulin (red) and DAPI (blue)

Plasma membrane - 10 [3]: Approved (auto)

Yes

Plasma membrane

Plasma membrane



https://www.uniprot.org/uniprotkb/P13747/entry

Western blot

I N

WB Size markers (kDa): ‘ 250, 130, 100, 70, 55, 35, 25, 15, 10

A4
. . WB Lanes: ‘ Marker (1), RT-4 (2), U-251MG (3), Plasma (4), Liver (5), Tonsil (6)
. - .. WB Target weight (kDa): ‘ 40

WB Validation: ‘ Uncertain (Only bands not corresponding to the predicted size.)




