
CPTC-RB1-1 (CAB080142)
Uniprot ID: P06400
Protein name: RB_HUMAN 
Full name: Retinoblastoma-associated protein 
Tissue specificity: Expressed in the retina. Expressed in foreskin keratinocytes (at protein level) (PubMed:20940255). 
Function: Tumor suppressor that is a key regulator of the G1/S transition of the cell cycle (PubMed:10499802). The hypophosphorylated form binds transcription
regulators of the E2F family, preventing transcription of E2F-responsive genes (PubMed:10499802). Both physically blocks E2Fs transactivating domain and recruits
chromatin-modifying enzymes that actively repress transcription (PubMed:10499802). Cyclin and CDK-dependent phosphorylation of RB1 induces its dissociation from
E2Fs, thereby activating transcription of E2F responsive genes and triggering entry into S phase (PubMed:10499802). RB1 also promotes the G0-G1 transition upon
phosphorylation and activation by CDK3/cyclin-C (PubMed:15084261). Directly involved in heterochromatin formation by maintaining overall chromatin structure and, in
particular, that of constitutive heterochromatin by stabilizing histone methylation. Recruits and targets histone methyltransferases SUV39H1, KMT5B and KMT5C, leading
to epigenetic transcriptional repression. Controls histone H4 'Lys-20' trimethylation. Inhibits the intrinsic kinase activity of TAF1. Mediates transcriptional repression by
SMARCA4/BRG1 by recruiting a histone deacetylase (HDAC) complex to the c-FOS promoter. In resting neurons, transcription of the c-FOS promoter is inhibited by
BRG1-dependent recruitment of a phospho-RB1-HDAC1 repressor complex. Upon calcium influx, RB1 is dephosphorylated by calcineurin, which leads to release of the
repressor complex (By similarity). (Microbial infection) In case of viral infections, interactions with SV40 large T antigen, HPV E7 protein or adenovirus E1A protein induce
the disassembly of RB1-E2F1 complex thereby disrupting RB1's activity. 
Subcellular location:  
Nucleus (experimental evidence) 
NOTE: During keratinocyte differentiation, acetylation by KAT2B/PCAF is required for nuclear localization. 
Protein existence: Experimental evidence at protein level 

Comment:

Immunohistochemistry
IHC protocol: HIER pH6, Dilution 1:300

IHC test staining: Weak cytoplasmic in a few tissues.

Literature conformance: Not consistent with gene/protein characterization data

Literature significance:

RNA similarity: Very low consistency between antibody staining and RNA expression data

RNA tissue specificity: Low tissue specificity

RNA tissue distribution: Detected in all

IHC Sibling similarity: Other antibody shows dissimilar IHC staining pattern

Immunofluorescence
IF Overlay: antibody (green), anti-tubulin (red) and DAPI (blue)

IF main location: Cytosol - 12: Uncertain (auto) 
Nucleoplasm - 3: Supportive (auto)

IF additional location:

IF approved for publication on HPA: No

IF in SiHa: Nucleoplasm 
Cytosol

IF in SK-MEL-30: Nucleoplasm 
Cytosol

IF in U-2 OS: Cytosol

Kidney

SK-MEL-30

http://www.uniprot.org/entry/P06400


Western blot
WB Size markers (kDa): 250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa): 11, 13, 105, 106

WB Validation: Supported (Band of predicted size in kDa (+/-20%) with additional bands present.)


