CPTC-MAPK1-3 (CAB079932)

Uniprot ID: P28482

Protein name: MKO1_HUMAN

Full name: Mitogen-activated protein kinase 1

Function: Serine/threonine kinase which acts as an essential component of the MAP kinase signal transduction pathway. MAPK1/ERK2 and MAPK3/ERK1 are the 2
MAPKs which play an important role in the MAPK/ERK cascade. They participate also in a signaling cascade initiated by activated KIT and KITLG/SCF. Depending on
the cellular context, the MAPK/ERK cascade mediates diverse biological functions such as cell growth, adhesion, survival and differentiation through the regulation of
transcription, translation, cytoskeletal rearrangements. The MAPK/ERK cascade plays also a role in initiation and regulation of meiosis, mitosis, and postmitotic functions
in differentiated cells by phosphorylating a number of transcription factors. About 160 substrates have already been discovered for ERKs. Many of these substrates are
localized in the nucleus, and seem to participate in the regulation of transcription upon stimulation. However, other substrates are found in the cytosol as well as in other
cellular organelles, and those are responsible for processes such as translation, mitosis and apoptosis. Moreover, the MAPK/ERK cascade is also involved in the
regulation of the endosomal dynamics, including lysosome processing and endosome cycling through the perinuclear recycling compartment (PNRC); as well as in the
fragmentation of the Golgi apparatus during mitosis. The substrates include transcription factors (such as ATF2, BCL6, ELK1, ERF, FOS, HSF4 or SPZ1), cytoskeletal
elements (such as CANX, CTTN, GJA1, MAP2, MAPT, PXN, SORBS3 or STMN1), regulators of apoptosis (such as BAD, BTG2, CASP9, DAPK1, IER3, MCL1 or
PPARG), regulators of translation (such as EIFAEBP1) and a variety of other signaling-related molecules (like ARHGEF2, DCC, FRS2 or GRB10). Protein kinases (such
as RAF1, RPS6KA1/RSK1, RPS6KA3/RSK2, RPS6KA2/RSK3, RPS6KAB/RSK4, SYK, MKNK1/MNK1, MKNK2/MNK2, RPS6KA5/MSK1, RPS6KA4/MSK2, MAPKAPK3
or MAPKAPKS5) and phosphatases (such as DUSP1, DUSP4, DUSP6 or DUSP16) are other substrates which enable the propagation the MAPK/ERK signal to additional
cytosolic and nuclear targets, thereby extending the specificity of the cascade. Mediates phosphorylation of TPR in respons to EGF stimulation. May play a role in the
spindle assembly checkpoint. Phosphorylates PML and promotes its interaction with PIN1, leading to PML degradation. Phosphorylates CDK2AP2 (By similarity). Acts as
a transcriptional repressor. Binds to a [GC]JAAA[GC] consensus sequence. Repress the expression of interferon gamma-induced genes. Seems to bind to the promoter of
CCL5, DMP1, IFIH1, IFITM1, IRF7, IRF9, LAMP3, OAS1, OAS2, OAS3 and STAT1. Transcriptional activity is independent of kinase activity.

Subcellular location:

Cytoplasm > Cytoskeleton > Spindle (by similarity)

Nucleus

Cytoplasm > Cytoskeleton > Microtubule organizing center > Centrosome

Cytoplasm

Membrane > Caveola (by similarity)

NOTE: Associated with the spindle during prometaphase and metaphase (By similarity). PEA15-binding and phosphorylated DAPK1 promote its cytoplasmic retention.
Phosphorylation at Ser-246 and Ser-248 as well as autophosphorylation at Thr-190 promote nuclear localization.

Protein existence: Experimental evidence at protein level

Comment: ICC-IF: We will try to get a good staining of this antibody in two more cell lines, before publication on the HPA. /Ulrika Axelsson

Immunohistochemistry

HIER pH®6, Dilution 1:250

Cytoplasmic positivity in most tissues.

Consistent with extensive gene/protein characterization data

Mainly consistent with RNA expression data

Other antibody shows similar IHC staining pattern

Immunofluorescence

antibody (green), anti-tubuline (red) and DAPI (blue)
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Nuclear speckles - 3: Supportive (auto)
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http://www.uniprot.org/entry/P28482

Western blot
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WB Lanes:

Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)
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WB Validation:

Supported (Band of predicted size in kDa (+/-20%) with additional bands present.)
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