CPTC-FOS-2 (CAB080208)

Uniprot ID: P01100

Protein name: FOS_HUMAN

Full name: Protein c-Fos

Function: Nuclear phosphoprotein which forms a tight but non-covalently linked complex with the JUN/AP-1 transcription factor. In the heterodimer, FOS and JUN/AP-1
basic regions each seems to interact with symmetrical DNA half sites. On TGF-beta activation, forms a multimeric SMAD3/SMAD4/JUN/FOS complex at the AP1/SMAD-
binding site to regulate TGF-beta-mediated signaling. Has a critical function in regulating the development of cells destined to form and maintain the skeleton. It is thought
to have an important role in signal transduction, cell proliferation and differentiation. In growing cells, activates phospholipid synthesis, possibly by activating CDS1 and
P14K2A. This activity requires Tyr-dephosphorylation and association with the endoplasmic reticulum.

Subcellular location:

Nucleus

Endoplasmic reticulum

Cytoplasm > Cytosol

NOTE: In quiescent cells, present in very small amounts in the cytosol. Following induction of cell growth, first localizes to the endoplasmic reticulum and only later to the
nucleus. Localization at the endoplasmic reticulum requires dephosphorylation at Tyr-10 and Tyr-30.

Protein existence: Experimental evidence at protein level

Comment:

Immunohistochemistry

HIER pH6, Dilution 1:1200

Cytoplasmic and nuclear positivity in few tissues.

Partly consistent with extensive gene/protein characterization data

Low consistency between antibody staining and RNA expression data

Low tissue specificity

Detected in all

Other antibody shows dissimilar IHC staining pattern
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Immunofluorescence

antibody (green), anti-tubulin (red) and DAPI (blue)

Cytosol - 3: Supportive (auto)
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https://www.uniprot.org/uniprotkb/P01100/entry

Western blot

-

USRI R el e | 260, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)
| ‘ R} we (e e e 10, 15, 15, 18, 19, 25, 29, 36, 41
N WB Validation: Uncertain (Single band differing more than +/-20% from predicted size in kDa and

not supported by experimental and/or bioinformatic data.)




