
CPTC-PAK4-1 (CAB079961)
Uniprot ID: O96013
Protein name: PAK4_HUMAN
Full name: Serine/threonine-protein kinase PAK 4
Tissue specificity: Highest expression in prostate, testis and colon.
Function: Serine/threonine protein kinase that plays a role in a variety of different signaling pathways including cytoskeleton regulation, cell migration, growth,
proliferation or cell survival. Activation by various effectors including growth factor receptors or active CDC42 and RAC1 results in a conformational change and a
subsequent autophosphorylation on several serine and/or threonine residues. Phosphorylates and inactivates the protein phosphatase SSH1, leading to increased
inhibitory phosphorylation of the actin binding/depolymerizing factor cofilin. Decreased cofilin activity may lead to stabilization of actin filaments. Phosphorylates LIMK1, a
kinase that also inhibits the activity of cofilin. Phosphorylates integrin beta5/ITGB5 and thus regulates cell motility. Phosphorylates ARHGEF2 and activates the
downstream target RHOA that plays a role in the regulation of assembly of focal adhesions and actin stress fibers. Stimulates cell survival by phosphorylating the BCL2
antagonist of cell death BAD. Alternatively, inhibits apoptosis by preventing caspase-8 binding to death domain receptors in a kinase independent manner. Plays a role in
cell-cycle progression by controlling levels of the cell-cycle regulatory protein CDKN1A and by phosphorylating RAN.
Subcellular location: 
Cytoplasm (experimental evidence)
NOTE: Seems to shuttle between cytoplasmic compartments depending on the activating effector. For example, can be found on the cell periphery after activation of
growth-factor or integrin-mediated signaling pathways.
Protein existence: Experimental evidence at protein level

Comment:

Immunohistochemistry
IHC protocol: HIER pH6, Dilution 1:250

IHC test staining: Cytoplasmic positivity in kindey, liver and gastrointestinal tract. Remaining tissues
were negative.

Literature conformance: Not consistent with gene/protein characterization data

Literature significance:

RNA consistency: Not consistent with RNA expression data

IHC Sibling similarity: Other antibody shows dissimilar IHC staining pattern

IHC fail comment: ANTIBODY FAILED: Improbable histological location,Not consistent with RNA

Immunofluorescence
IF Overlay: antibody (green), anti-tubuline (red) and DAPI (blue)

IF main location:

IF additional location:

IF Antibody score: Failed IF

IF in A549: Negative

IF in HEK 293: Negative

IF in U-2 OS: Negative

Kidney

U-2 OS

http://www.uniprot.org/entry/O96013


Western blot
WB Size markers (kDa): 250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa): 10, 14, 17, 20, 48, 48, 55, 64, 64, 64

WB Validation: Supported (Single band corresponding to the predicted size in kDa (+/-20%).)


