
CPTC-CD163-1 (CAB080013)
Uniprot ID: Q86VB7
Protein name: C163A_HUMAN 
Full name: Scavenger receptor cysteine-rich type 1 protein M130 
Tissue specificity: Expressed in monocytes and mature macrophages such as Kupffer cells in the liver, red pulp macrophages in the spleen, cortical macrophages in the
thymus, resident bone marrow macrophages and meningeal macrophages of the central nervous system. Expressed also in blood. Isoform 1 is the lowest abundant in
the blood. Isoform 2 is the lowest abundant in the liver and the spleen. Isoform 3 is the predominant isoform detected in the blood. 
Function: Acute phase-regulated receptor involved in clearance and endocytosis of hemoglobin/haptoglobin complexes by macrophages and may thereby protect
tissues from free hemoglobin-mediated oxidative damage. May play a role in the uptake and recycling of iron, via endocytosis of hemoglobin/haptoglobin and subsequent
breakdown of heme. Binds hemoglobin/haptoglobin complexes in a calcium-dependent and pH-dependent manner. Exhibits a higher affinity for complexes of hemoglobin
and multimeric haptoglobin of HP*1F phenotype than for complexes of hemoglobin and dimeric haptoglobin of HP*1S phenotype. Induces a cascade of intracellular
signals that involves tyrosine kinase-dependent calcium mobilization, inositol triphosphate production and secretion of IL6 and CSF1. Isoform 3 exhibits the higher
capacity for ligand endocytosis and the more pronounced surface expression when expressed in cells. After shedding, the soluble form (sCD163) may play an anti-
inflammatory role, and may be a valuable diagnostic parameter for monitoring macrophage activation in inflammatory conditions.
Subcellular location:  
Unnamed:
Cell membrane (experimental evidence) (Topo: Single-pass type I membrane protein (experimental evidence)) 
NOTE: Isoform 1 and isoform 2 show a lower surface expression when expressed in cells. 
Soluble CD163: 
Secreted (experimental evidence) 
Protein existence: Experimental evidence at protein level 

Comment:

Immunohistochemistry
IHC protocol: HIER pH6, Dilution 1:2500

IHC test staining: Cytoplasmic and nuclear positivity in several tissues. Strongest in nucleoli in liver.

Literature conformance: Not consistent with gene/protein characterization data

Literature significance:

RNA similarity: Low consistency between antibody staining and RNA expression data

RNA tissue specificity: Tissue enhanced (lymphoid tissue)

RNA tissue distribution: Detected in all

IHC Sibling similarity: Other antibody shows dissimilar IHC staining pattern

Immunofluorescence
IF Overlay: antibody (green), anti-tubuline (red) and DAPI (blue)

IF main location:

IF additional location:

IF Antibody score: Failed IF

IF in CACO-2: Negative

IF in GAMG: Negative

IF in U-2 OS: Negative

Pancreas

CACO-2

http://www.uniprot.org/entry/Q86VB7


Western blot
WB Size markers (kDa): 250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa): 13, 15, 120, 122, 125, 125

WB Validation: Uncertain (Only bands not corresponding to the predicted size.)


