
CPTC-STAT1-1 (CAB079984)
Uniprot ID: P42224
Protein name: STAT1_HUMAN
Full name: Signal transducer and activator of transcription 1-alpha/beta
Function: Signal transducer and transcription activator that mediates cellular responses to interferons (IFNs), cytokine KITLG/SCF and other cytokines and other growth
factors. Following type I IFN (IFN-alpha and IFN-beta) binding to cell surface receptors, signaling via protein kinases leads to activation of Jak kinases (TYK2 and JAK1)
and to tyrosine phosphorylation of STAT1 and STAT2. The phosphorylated STATs dimerize and associate with ISGF3G/IRF-9 to form a complex termed ISGF3
transcription factor, that enters the nucleus (PubMed:28753426). ISGF3 binds to the IFN stimulated response element (ISRE) to activate the transcription of IFN-
stimulated genes (ISG), which drive the cell in an antiviral state. In response to type II IFN (IFN-gamma), STAT1 is tyrosine- and serine-phosphorylated
(PubMed:26479788). It then forms a homodimer termed IFN-gamma-activated factor (GAF), migrates into the nucleus and binds to the IFN gamma activated sequence
(GAS) to drive the expression of the target genes, inducing a cellular antiviral state. Becomes activated in response to KITLG/SCF and KIT signaling. May mediate
cellular responses to activated FGFR1, FGFR2, FGFR3 and FGFR4.
Subcellular location: 
Cytoplasm (experimental evidence)
Nucleus (experimental evidence)
NOTE: Translocated into the nucleus upon tyrosine phosphorylation and dimerization, in response to IFN-gamma and signaling by activated FGFR1, FGFR2, FGFR3 or
FGFR4 (PubMed:15322115). Monomethylation at Lys-525 is required for phosphorylation at Tyr-701 and translocation into the nucleus (PubMed:28753426).
Translocates into the nucleus in response to interferon-beta stimulation (PubMed:26479788).
Protein existence: Experimental evidence at protein level

Comment: ICC-IF: We will try to get a good staining of this antibody in two more cell lines, before publication on the HPA. /Ulrika Axelsson

Immunohistochemistry
IHC protocol: HIER pH6, Dilution 1:250

IHC test staining: Plasma positivity in kindey and weak cytoplasmic positivity in tonsil.

Literature conformance: Not consistent with gene/protein characterization data

Literature significance:

RNA consistency: Mainly not consistent with RNA expression data

IHC Sibling similarity: Other antibody shows dissimilar IHC staining pattern

IHC fail comment: ANTIBODY FAILED: Improbable histological location,Not consistent with RNA

Immunofluorescence
IF Overlay: antibody (green), anti-tubuline (red) and DAPI (blue)

IF main location: Cytosol - 3: Supportive (auto)

IF additional location:

IF Antibody score: Supportive

IF in A549: Negative

IF in HEK 293: Negative

IF in U-2 OS: Cytosol

Tonsil

U-2 OS

http://www.uniprot.org/entry/P42224


Western blot
WB Size markers (kDa): 250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa): 8, 18, 22, 23, 83, 83, 87, 87

WB Validation: Uncertain (Single band differing more than +/-20% from predicted size in kDa and
not supported by experimental and/or bioinformatic data.)


