
CPTC-CALR-1 (CAB080301)
Uniprot ID: P27797
Protein name: CALR_HUMAN 
Full name: Calreticulin 
Function: Calcium-binding chaperone that promotes folding, oligomeric assembly and quality control in the endoplasmic reticulum (ER) via the calreticulin/calnexin cycle.
This lectin interacts transiently with almost all of the monoglucosylated glycoproteins that are synthesized in the ER (PubMed:7876246). Interacts with the DNA-binding
domain of NR3C1 and mediates its nuclear export (PubMed:11149926). Involved in maternal gene expression regulation. May participate in oocyte maturation via the
regulation of calcium homeostasis (By similarity). Present in the cortical granules of non-activated oocytes, is exocytosed during the cortical reaction in response to
oocyte activation and might participate in the block to polyspermy (By similarity). 
Subcellular location:  
Endoplasmic reticulum lumen (experimental evidence) 
Cytoplasm > Cytosol (experimental evidence) 
Secreted > Extracellular space > Extracellular matrix (curator inference) 
Cell surface (experimental evidence) 
Sarcoplasmic reticulum lumen (by similarity) 
Cytoplasmic vesicle > Secretory vesicle > Cortical granule (by similarity) 
Cytolytic granule (experimental evidence) 
NOTE: Also found in cell surface (T cells), cytosol and extracellular matrix (PubMed:10358038). During oocyte maturation and after parthenogenetic activation
accumulates in cortical granules. In pronuclear and early cleaved embryos localizes weakly to cytoplasm around nucleus and more strongly in the region near the cortex
(By similarity). In cortical granules of non-activated oocytes, is exocytosed during the cortical reaction in response to oocyte activation (By similarity). 
Protein existence: Experimental evidence at protein level 

Comment:

Immunohistochemistry
IHC protocol: HIER pH6, Dilution 1:800

IHC test staining: Cytoplasmic positivity in most tissues.

Literature conformance: Partly consistent with extensive gene/protein characterization data

Literature significance:

RNA similarity: Medium consistency between antibody staining and RNA expression data

RNA tissue specificity: Low tissue specificity

RNA tissue distribution: Detected in all

IHC Sibling similarity: Other antibody shows partly similar IHC staining pattern

Immunofluorescence
IF Overlay: antibody (green), anti-tubulin (red) and DAPI (blue)

IF main location:

IF additional location:

IF approved for publication on HPA: No

IF in THP-1: Negative

IF in U2OS: Negative

Liver

U2OS

https://www.uniprot.org/uniprotkb/P27797/entry


Western blot
WB Size markers (kDa): 250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT-4 (2), U-251MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa): 41, 43, 48

WB Validation: Uncertain (Weak band of predicted size but with additional bands of higher intensity
also present.)


