CPTC-RPTOR-1 (CAB080256)

Uniprot ID: Q8N 122

Protein name: RPTOR_HUMAN

Full name: Regulatory-associated protein of mTOR

Tissue specificity: Highly expressed in skeletal muscle, and in a lesser extent in brain, lung, small intestine, kidney and placenta. Isoform 3 is widely expressed, with
highest levels in nasal mucosa and pituitary and lowest in spleen.

Function: Involved in the control of the mammalian target of rapamycin complex 1 (mMTORC1) activity which regulates cell growth and survival, and autophagy in
response to nutrient and hormonal signals; functions as a scaffold for recruiting mTORC1 substrates. mMTORC1 is activated in response to growth factors or amino acids.
Growth factor-stimulated mTORC1 activation involves a AKT 1-mediated phosphorylation of TSC1-TSC2, which leads to the activation of the RHEB GTPase that potently
activates the protein kinase activity of mTORC1. Amino acid-signaling to mTORC1 requires its relocalization to the lysosomes mediated by the Ragulator complex and
the Rag GTPases. Activated mMTORC1 up-regulates protein synthesis by phosphorylating key regulators of mMRNA translation and ribosome synthesis. mMTORC1
phosphorylates EIF4AEBP1 and releases it from inhibiting the elongation initiation factor 4E (eiF4E). mMTORC1 phosphorylates and activates S6K1 at 'Thr-389', which then
promotes protein synthesis by phosphorylating PDCD4 and targeting it for degradation. Involved in ciliogenesis. mMTORC1 complex in excitatory neuronal transmission is
required for the prosocial behavior induced by the psychoactive substance lysergic acid diethylamide (LSD) (By similarity).

Subcellular location:

Cytoplasm

Lysosome

Cytoplasmic granule (experimental evidence)

NOTE: Targeting to lysosomes depends on amino acid availability. In arsenite-stressed cells, accumulates in stress granules when associated with SPAG5 and
association with lysosomes is drastically decreased.

Protein existence: Experimental evidence at protein level

Comment:

Immunohistochemistry

HIER pH®, Dilution 1:190

Positivity in kidney.

Not consistent with gene/protein characterization data

Very low consistency between antibody staining and RNA expression data

Low tissue specificity

Detected in many

Other antibody shows dissimilar IHC staining pattern

ANTIBODY FAILED: Not consistent with RNA

Immunofluorescence

antibody (green), anti-tubulin (red) and DAPI (blue)

No

Negative

Negative



https://www.uniprot.org/uniprotkb/Q8N122/entry

Western blot

-

WB Size markers (kDa):
WB Lanes:

WB Target weight (kDa):
WB Validation:

250, 130, 100, 70, 55, 35, 25, 15, 10

Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

25, 43,132, 149

Uncertain (No bands detected.)




