CPTC-STAT3-1 (CAB079983)
Uniprot ID: P40763
Protein name: STAT3_HUMAN
Full name: Signal transducer and activator of transcription 3
Tissue specificity: Heart, brain, placenta, lung, liver, skeletal muscle, kidney and pancreas. Expressed in naive CD4(+) T cells as well as T-helper Th17, Th1 and Th2
cells (PubMed:31899195).
Function: Signal transducer and transcription activator that mediates cellular responses to interleukins, KITLG/SCF, LEP and other growth factors (PubMed:10688651,
PubMed:12359225, PubMed:12873986, PubMed:15194700, PubMed:17344214, PubMed:18242580, PubMed:23084476, PubMed:31462771). Once activated, recruits
coactivators, such as NCOA1 or MED1, to the promoter region of the target gene (PubMed:17344214). May mediate cellular responses to activated FGFR1, FGFR2,
FGFR3 and FGFR4 (PubMed:12873986). Upon activation of IL6ST/gp130 signaling by interleukin-6 (IL6), binds to the IL6-responsive elements identified in the
promoters of various acute-phase protein genes (PubMed:12359225). Activated by IL31 through IL31RA (PubMed:15194700). Acts as a regulator of inflammatory
response by regulating differentiation of naive CD4(+) T-cells into T-helper Th17 or regulatory T-cells (Treg): deacetylation and oxidation of lysine residues by LOXL3,
leads to disrupt STAT3 dimerization and inhibit its transcription activity (PubMed:28065600). Involved in cell cycle regulation by inducing the expression of key genes for
the progression from G1 to S phase, such as CCND1 (PubMed:17344214). Mediates the effects of LEP on melanocortin production, body energy homeostasis and
lactation (By similarity). May play an apoptotic role by transctivating BIRC5 expression under LEP activation (PubMed:18242580). Cytoplasmic STAT3 represses
macroautophagy by inhibiting EIF2AK2/PKR activity (PubMed:23084476). Plays a crucial role in basal beta cell functions, such as regulation of insulin secretion (By
similarity).
Subcellular location:
Cytoplasm (experimental evidence)
Nucleus (experimental evidence)
NOTE: Shuttles between the nucleus and the cytoplasm. Translocated into the nucleus upon tyrosine phosphorylation and dimerization, in response to signaling by
activated FGFR1, FGFR2, FGFR3 or FGFR4. Constitutive nuclear presence is independent of tyrosine phosphorylation. Predominantly present in the cytoplasm without
stimuli. Upon leukemia inhibitory factor (LIF) stimulation, accumulates in the nucleus. The complex composed of BART and ARL2 plays an important role in the nuclear
translocation and retention of STAT3. Identified in a complex with LYN and PAG1.
Protein existence: Experimental evidence at protein level
Comment:

Immunohistochemistry
IHC protocol:

HIER pH6, Dilution 1:600

IHC test staining:

Strong cytoplasmic positivity in few tissues.

Literature conformance:

Partly consistent with extensive gene/protein characterization data

Literature significance:
RNA consistency:

Not consistent with RNA expression data

IHC Sibling similarity:

Other antibody shows dissimilar IHC staining pattern

IHC fail comment:

ANTIBODY FAILED: Improbable histological location,Not consistent with RNA

Stomach

Immunofluorescence
IF Overlay:

antibody (green), anti-tubuline (red) and DAPI (blue)

IF main location:
IF additional location:

A549

IF Antibody score:

Failed IF

IF in A549:

Negative

IF in HEK 293:

Negative

IF in U-2 OS:

Negative

Western blot
WB Size markers (kDa):

250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes:

Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa):

10, 76, 83, 88, 88, 88

WB Validation:

Uncertain (Only bands not corresponding to the predicted size.)

