CPTC-FEN1-1 (CAB080205)

Uniprot ID: P39748

Protein name: FEN1_HUMAN

Full name: Flap endonuclease 1

Function: Structure-specific nuclease with 5'-flap endonuclease and 5'- 3' exonuclease activities involved in DNA replication and repair. During DNA replication, cleaves
the 5'-overhanging flap structure that is generated by displacement synthesis when DNA polymerase encounters the 5'-end of a downstream Okazaki fragment. It enters
the flap from the 5'-end and then tracks to cleave the flap base, leaving a nick for ligation. Also involved in the long patch base excision repair (LP-BER) pathway, by
cleaving within the apurinic/apyrimidinic (AP) site-terminated flap. Acts as a genome stabilization factor that prevents flaps from equilibrating into structures that lead to
duplications and deletions. Also possesses 5'-3' exonuclease activity on nicked or gapped double-stranded DNA, and exhibits RNase H activity. Also involved in
replication and repair of rDNA and in repairing mitochondrial DNA.

Subcellular location:

Isoform 1:

Nucleus > Nucleolus

Nucleus > Nucleoplasm

NOTE: Resides mostly in the nucleoli and relocalizes to the nucleoplasm upon DNA damage.

Isoform FENMIT:

Mitochondrion (match to sequence model, experimental evidence)

Protein existence: Experimental evidence at protein level

Comment:

Immunohistochemistry

HIER pH6, Dilution 1:165

Granular cytoplasmic positivity in the centeral nervous system.

Not consistent with gene/protein characterization data

Very low consistency between antibody staining and RNA expression data

Tissue enhanced (lymphoid tissue)

Detected in all

Other antibody shows dissimilar IHC staining pattern

ANTIBODY FAILED: Unspecific staining,Not consistent with RNA

Immunofluorescence

antibody (green), anti-tubulin (red) and DAPI (blue)

No

Negative

Negative



https://www.uniprot.org/uniprotkb/P39748/entry

Western blot

WB Size markers (kDa): 250, 130, 100, 70, 55, 35, 25, 15, 10

WB Lanes: Marker (1), RT4 (2), U-251 MG (3), Plasma (4), Liver (5), Tonsil (6)

WB Target weight (kDa): 18, 18, 43

Uncertain (No bands detected.)

WB Validation:
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